. C2C12 cells were transfected with the indicated expression vectors (V, empty vector) and subjected to immu noflu ore scence an alysi s using an an ti-H A a ntibo dy fo llow ed by nuclea r counterstaning with DRAQ5 (a), or to Western Blotting using an anti-HA antibody and an anti-GR antibody as loading control (b,c). Scale bar in a: 10µm.
C2C12 cells were transfected with either an siRNA targeting Trip6 mRNA or a control siRNA (Co). (a) Cell lysates were subjected to Western Blotting using the anti-TRIP6 rabbit monoclonal antibody (left) or a commercially available anti-TRIP6 antibody as a control (righ t), a nd a n an ti-GR an tibo dy a s a loa din g control . (b ) Ch ro ma tin immunoprecipitation (ChIP) was performed using an isotype control antibody (IgG) or the anti-TRIP6 rabbit monoclonal antibody. Enrichments of the MEF2C binding region of the indicated genes were determined by real-time PCR and are plotted as percent of input (mean ± SD of three independent experiments; *, P < 0.05). 
Tnni2
Rep. Supplementary Fig. S5 . nTRIP6 mediates the recruitment of H DAC5 to ME F 2 C t a r g e t p r o m o te r s . R e p e t i t i o n s ( R e p .) o f t h e ch ro ma t i n immunoprecipitation experiments presented in Fig. 7c . See legend of Fig. 7 for details. Supplementary Table S1 
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